3rd Annual Retreat of the Center of Excellence in Integrated Cancer Biology and Genomics (CEICBG) 

October 22, 2010-Bldg 60

Scientific Program:
  8:50 a.m.

Welcome: Snorri Thorgeirsson  

  9:00 a.m.

Sean Davis

“Growing Bioinformatics in the Center for Cancer Research”
Biomarkers and Molecular Targets (Co-Chairs: Elise Kohn, Xin Wang)
  9:30 a.m.

Jing Huang
“Integrative genome-wide study of tumor suppressor p53”
  9:50 a.m.

Ji Luo
“Deconstructing cancer with RNAi”
 10:10 a.m.

Coffee Break

Genomics Approaches (Co-Chairs: Snorri Thorgeirsson, Paul Meltzer)
10:30 a.m. 

Keith Killian 
“Overview-analytical tools available for analysis of the "epigenome"

with particular emphasis on the methylome”
10:50 a.m. 

Kevin Brown
“Current and future applications of GWAS in cancer research”

11:10 a.m.

Andrew Patterson
“Metabolomics”
Human Genomics and Genetics (Co-Chairs: Curt Harris, Peggy Tucker, Mary Carrington)
11:30 a.m.

Michael Dean
“Molecular Analysis of the MSMB Locus associated with prostate cancer”
11:50 a.m.

Ludmila Prokunina-Olsson

“From genome-wide association studies (GWAS) to functional genomics of prostate cancer: exploring the role of candidate transcripts through systematic expression and RNAi-based analysis”

12:10 p.m.

Brid Ryan

“Genetic variation in microRNA networks and lung cancer risk”
12:30 p.m.

Lunch and Poster Session

 2:00 p.m.

Deborah Citrin
“GI faculty-intended goals and plans”
Integrative/Systems Biology and Bioinformatics (Co-Chairs: Rich Simon, Javed Khan)
2:30 p.m.

George Wright
“Analysis of gene regulation and protein binding with Genomic sequencing”
2:50 p.m.

Tom Badgett
“Identification of Multiple Protein Disrupting Mutations in Stage 4 Neuroblastoma Using Next Generation Sequencing Transcriptome Analysis”
3:10 p.m.

Bob Stephens
“CCR Bioinformatics Support Update”
3:30 p.m.

Closing Remarks


3:40 p.m.

Adjourn


