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The Skin Microbiome Section in the Dermatology Branch of CCR/NCI studies the microbes present on human skin to shed light on how microbes interact with each other and with the human host to contribute to health and disease, particularly atopic dermatitis. There are four groups of subjects evaluated on one of our protocols, 08-HG-0059: healthy adult volunteers, atopic dermatitis (AD) patients, healthy age-matched controls similar in age to our AD patients, and immunodeficient patients with AD-like dermatitis. These different populations allow us to study what is considered healthy in contrast with what is identified in patients with skin diseases. Our team also enrolls healthy volunteers and patients with dermatologic diseases on protocols 96-C-0102 and 96-C-0097 (PI: Mark Udey, MD, PhD, Chief, Dermatology Branch) to advance our research into the interaction of host skin physiology and microbes.

Another protocol 12-C-0159 is focused on understanding how standard antibiotic/treatment regimens may alter human microbial communities (e.g. bacteria, fungi, viruses). This is a longitudinal interventional study to investigate potentially prolonged effects of antibiotic/antimicrobial usage.  Our team closely collaborates with Julia Segre, PhD in the National Human Genome Research Institute (NHGRI) on our skin microbiome research. 

Furthermore, we also enroll healthy volunteers and patients with dermatologic diseases on research protocols, 96-C-0102 and 96-C-0097 to support the research of other CCR and NIH investigators by investigating skin diseases that occur in some hereditary cancer syndromes, in patients with primary immunodeficiencies, and with transplants.

Medical Staff
· Heidi Kong, MD, MHSc – Principal Investigator, Skin Microbiome Section
· Amynah Pradhan, CRNP, MSN

Our Collaborative and Support Staff
· Julia Segre, PhD – NHGRI Senior Investigator
· Cynthia Ng, BS – NHGRI Laboratory Technician
· Mandi Johnson – Postbac IRTA CCR/NCI
· Pilley Doe, Shalewa Olujimi, Zainab Owusu - OP 13 Clinical Research Nurses
· Ka’Wanda Carter and Billy Thigpen – RSAs for OP Clinic 13
· Venice Edquiban – PCT for OP Clinic 13
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· Sharon Osgood RN, BSN – Research Nurse Specialist
Sharon came to the group in October 2013 from the Clinical Center Nursing Department.  She previously has worked in OP 11 as a Nurse Case Manager with NIAID and the Nursing Department, and on the 5 SE Inpatient Unit as a Clinical Research Nurse.  She began at the NIH in 2005.
· Sheila Phang RN, MS – Senior Research Nurse Specialist
Sheila joined the Dermatology Branch in May 2013.  She began at the NIH in 1991.
                               
Our Role
· Recruit and screen potential subjects to our clinical research studies, and obtain additional relevant medical history as needed
· Inform and consent subjects to clinical research studies
· Educate subjects about study endpoints and schedule per protocol
· Submit orders in CRIS, and coordinate with research lab, photography, dental and nutrition consults, among other referrals 
· Prepare for and assist in skin sampling on AD patients and healthy volunteers per protocol
· Collaborate and coordinate with other institutes and NCI branches regarding scheduling and preparing patients for their Dermatology visits
· Organize weekly team meeting with updates on all current subjects on studies
· Coordinate all research activities for protocols
· Educate inpatient and outpatient staff regarding subject needs for protocols and Dermatology visits
· Coordinate and participate in subject home visits
· Ensure all data is collected and entered accurately into data collection systems and generate data reports, as needed
· Oversee regulatory aspects of research protocols
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